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INTRODUCTION AND OVERALL GOAL
Therapy planning and prognosis for prostate cancer are currently
based primarily on Gleason Score and TNM staging1. Risk
stratification of prostate cancer and treatment response may be
influenced by predictive modeling based upon genomic profile of
a tumor.
SPECIFIC AIMS
This HIPAA-compliant, IRB-exempt retrospective series illustrates
the clinical utility of Decipher testing for potential risk stratification
in prostate cancer patients seeking laser focal therapy for organconfined Gleason 3+3, 3+4 or 4+3 cancer.
RATIONALE AND BACKGROUND
Ross and Cooperberg have described the utility of Decipher
testing in post-prostatectomy specimens2.3. Radtke et al
demonstrated that imaging genomics correlate well with final
prostatectomy provided the target is hit. Our goal was to look at
men in our laser focal therapy clinical trial to determine if the
genomic status of their pre-treatment MRI-guided biopsy
specimens could yield reliable prognostic information. Random,
systematic biopsy specimens were not used because of their
inherent lack of precision4.

Fig. a – Decipher summary

METHODS AND MATERIALS
20 men were identified from a Phase I clinical trial (NCT
#02243033) who underwent laser focal therapy and had 6
month biopsy follow-up after treatment. All pre-treatment
biopsy tissue underwent Decipher testing to obtain low,
average or high risk level. The pre-treatment Decipher risk
levels were then correlated with 6-month biopsy results.
RESULTS
All sixteen of the men with low-risk genomics had negative
six month biopsy. Of the four men who had positive biopsies
one had low (0.39), one had average (0.54) and two had high
(0.75 and 0.82) risk Decipher scores. We noted that the
highest risk patient later developed metastatic colorectal
cancer (Figs a-c). In this group of 20 men, 24% were
Gleason Score 3+3, 62% were 3+4 and 14% were 4+3.
DISCUSSION AND CONCLUSION
Our observation suggests that a low Decipher score may be
predictive of treatment response for laser focal therapy. More
importantly, it also suggests the possibility of using tissuebased genomics for risk stratification in patients considering
laser focal therapy for low or intermediate risk prostate
cancer..

Fig. b – key biomarkers

Fig. c – in-bore MR-guided biopsy
CASE SUMMARY:
• High Decipher V1 (0.82)
• ERG+
• High SYP, ANP32B (May play a role in cerebellar development
and synaptogenesis)
• S100A4 is invasion gene
• High CLSPN, MCM6, PCNA -->RB1 loss
• High ALK which plays a role in neuron development and nonsmall cell lung cancer and large cell lymphoma
• Many genes playing role in oxidative DNA repair: PALB2, PCNA,
NTHL1, FANCF, SMUG1
• GPX2 (96%0 is glutathione peroxidase family associated with
colorectal cancer
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